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对其中具有新分类特征的菌株 YBY-7T 和 CLWT 进行多相分类鉴定工作，菌株 
YBY-7T 和 CLWT 与已知的菌株 Albidovulum inexpectatum 和 Amaricoccus 




极生鞭毛，不形成芽孢，菌体的长度为 2~6 µm 宽度为 0.4~0.6 µm。菌体的生长
温度为 30~65 ℃（最适生长温度 50~58 ℃）生长 pH 范围 6.5~9.5，最适 pH
（7.0~8.5），在盐度为 5.5 的条件下，细菌还能生长，最适盐度为 0.5~3。根据
YBY-7T 16S rRNA 序列建立的系统发育进化树分析其 16S rRNA 相似性最高的
菌株是 Albidovulum inexpectatum DSM 12048T（95.9%相似性）。泛醌（Q-10）是
菌株 YBY-7T 的唯一的醌。YBY-7T 的 DNA G+C 含量为 70.2 mol %。最主要的
极性脂是磷脂酞乙醇胺（ Phosphatidyl ethanolamine, PE ）；磷脂酞胆碱
（Phosphatidyl choline, PC）；磷脂酞甘油（phosphatidyl glycerol, PG）。最主要的
脂肪酸是 C18:1ω7c（29.32%）,C19:0 cyclo ω8c（25.60%）,C18:0（23.75%）和 C16:0
（9.75%）。多相分类研究证实菌株 YBY-7T 为 Albidovulum 属的一个新种，命名
为 Albidovulum xiamenensis.模式菌株 YBY-7T （CGMCC 1.10789 = LMG 26247T）
保藏于中国典型培养物保藏中心（CGMCC）和比利时的 LMG 菌种保藏中心。 
CLWT也是在 55 ℃的条件下采用 2216E 培养基培养分离获得的，是一株杆
状的好氧性兼性嗜热菌。CLWT 菌落为米黄色，菌落干燥，不易挑取，为革兰氏
阴性菌，有若干丛生鞭毛，不形成芽孢，菌体的长度为 1~5 µm，宽度为 0.4~0.6 
µm。菌体的生长温度为 25~65 ℃（最适生长温度 50~58 ℃），生长 pH 范围 
6.5~9.5，最适 pH（6.0~8.0），在盐度为 6.5 的条件下，细菌还能生长，最适盐度
为 2.5~4.5。根据 CLWT 的 16S rRNA 序列建立的系统发育进化树分析其 16S 
rRNA 相似性最高的菌株是 Amaricoccus kaplicensis（94.3%相似性）。泛醌（Q-10）















性脂是磷脂酞胆碱（PC,Phosphatidyl choline）。最主要的脂肪酸是 C18:1 ω7c 
（54.17%）和 C18:1ω7c11-methyl（16.13%）。多相分类研究证实菌株 CLWT 为
Rhodobacteraceae 科的一个新的属，命名为 Olivecoccus xiamenensis。模式菌株



















102 Strains were isolated from water samples collected from a hot spring close to 
Xiamen sea area (water temperature: 87 ; pH 7.6; salinity: 17), located in Xiamen ℃
City, Fujian Province,Republic People of China(latitude is 24°57′N and longitude is 
118°75′E). The 16S rDNA similarity of strain YBY-7T and CLWT with its closest 
neighbor were 95.9% and 94.3%, respectively. The two strains were potential new 
strains. 
Strain YBY-7T was isolated from cultures grown on 2216E medium at 55 . It was a ℃
new aerobic, motile, moderately thermophilic, rod-shaped bacterium, Strain YBY-7T 
was beige in color, Gram negative with polar flagella, and the organisms formed short 
rods that are 2~6 µm in length and 0.4~0.6 µm in width. The temperature and pH for 
growth of strain YBY-7T were 25~65 (optimum,0℃ ~58 )and pH 6.5℃ ~9.5 (optimum, 
pH 7.0~8.5) respectively. Growth still occurs in the presence of 6.5% NaCl (optimum, 
0.25%~3%). Phylogenetic analysis based on the 16S rRNA gene sequence revealed 
that Albidovulum inexpectatum DSM 12048T was its closest neighbor (95.9% 
similarity) Ubiquinone (Q-10) was the sole respiratory quinone and the DNA G+C 
content of strain YBY-7T was 70.6 mol %. The predominant polar lipids consisted of 
phosphatidylcholine (PC), phosphatidylglycerol (PG), and phosphatidylethanolamine 
(PE). The major fatty acids were C18:1ω7c (29.32%), C19:0 cyclo ω8c (25.60%), C18:0 
(23.75%), and C16:0 (9.75%). Based on the physiological characteristics and 
phylogenetic analysis, we proposed that strain YBY-7T was a novel species of the 
genus Albidovulum, for which the name Albidovulum xiamenensis sp. nov. is proposed, 
the type strain is YBY-7T (CGMCC 1.10789 = LMG 26247T) which deposited in 
China Center for Type Culture Collection (CCTCC) and Belgium LMG Bacteria 
Collection (LM G) . 
Strain CLWT was isolated from cultures grown on 2216E medium at 55 . It was a ℃
new aerobic, motile, moderately thermophilic, rod-shaped bacterium, Strain CLWT 















that are 2~5 µm in length and 0.4~0.6 µm in width. The temperature and pH for 
growth of strain CLWT were 25~65  (optimum, 50℃ ~58 ) and pH 6.5℃ ~9.5 
(optimum, pH 6.0~8.0) respectively. Growth still occurs in the presence of 6.5% NaCl 
(optimum, 2.5~4.5%). Phylogenetic analysis based on the 16S rRNA gene sequence 
revealed that Amaricoccus kaplicensis Ben 101 was its closest neighbor (94.3% 
similarity) Ubiquinone (Q-10) was the sole respiratory quinone and the DNA G+C 
content of strain YBY-7T was 72.2 mol %. The predominant polar lipids consisted of 
phosphatidylcholine (PC). The major fatty acids were C18:1 ω7c (54.17%) and 
C18:1ω7c 11-methyl (16.13%). Based on the physiological characteristics and 
phylogenetic analysis, we proposed that strain CLWT was a novel genus of the 
Rhodobacteraceae, for which the name Olivecoccus xiamenensis. gen. was proposed, 
the type strain was CLWT (CGMCC 1.10808 = LMG 26245T) which deposited in 
China Center for Type Culture Collection (CCTCC) and Belgium LMG Bacteria 
Collection (LM G) . 
Key words：Hot spring; Thermophilic Microorganisms; Novel Species (Genus); 
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